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Research expertise

| am a specialist in the application of cryo-electron microscopy (cryo-EM) to visualize dynamic protein assemblies
in native-like environments, and thus unveil the structural pathways at the heart of diverse biological processes.
Key to this is the preparation of samples with minimal perturbation of the native state, allowing not only the
determination of specific conformational states, but instead also the observation and analysis of the full
distribution of functional states. Currently, my group is applying this approach to a diverse set of proteins, ranging
from integral membrane proteins, to membrane-associated proteins, as well as on inflammasome-associated

proteins.
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