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Research Expertise 

Marc Beyer’s scientific focus is on the characterization of 
immunoregulatory mechanisms in myeloid and T cells. 
Based on transcriptomic and epigenetic discovery his 
group uses genetic engineering to study fundamental mo-
lecular mechanisms of immunoregulation.
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Habilitation, 2015
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Group leader, University of Bonn, Germany

2008 - 2013 
Senior postdoctoral research fellow, University of Bonn, 
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Postdoctoral research fellow, University of Cologne, 
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