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Research Expertise 
The focus of Martin Schlee’s research group is immune 
recognition and immune tolerance of viral and endogenous 
nucleic acids. Nucleic acid receptors of the innate immune 
system initiate and control the antiviral immune response of 
the infected organism. The detection of pathogenic RNA/DNA 
by nucleic acid receptors is based on recognition of unusual 
RNA/DNA localization, structure and modifications, so-called 
pattern recognition motifs. The challenge here is that the innate 
immune system detects sensitively pathogenic nucleic acids 
without false activation by the endogenous nucleic acids. While 
an insensitive recognition favors the spread of infection, an 
excessive immune detection of nucleic acids leads to autoim-
mune diseases. The group has identified and characterized 
recognition motifs of the cytosolic DNA receptor cGAS and the 
cytosolic RNA receptor RIG-I and endogenous as well as viral 
RNA modifications that prevent recognition by RIG-I. 
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